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SARS-CoV-2 causing COVID-19 has been detected in 

farmed mink in many countries, including  Denmark, 

Greece, Italy, the Netherlands, Spain, Sweden, Poland 

and the USA since the virus began to spread globally 

earlier this year. American mink (Neovison vison) are 

farmed in many countries for their fur, and this practice is 

economically significant in several regions of the world. 

In Europe, there are currently approximately 2750 mink 

farms producing 27 million mink pelts annually.  

Large numbers of farmed mink are routinely kept in close 

proximity in cages with dusty bedding– all of which 

create ideal opportunities for the spread of respiratory 

pathogens. Experiences in Europe have shown that 

once SARS-CoV-2 enters a mink herd, it is difficult to stop 

transmission. On one studied farm in Denmark, 

seroprevalence increased from 4% to more than 95% in 

the space of eight days. 

Outbreaks of COVID-19 can have a devastating effect 

on a mink herd. For instance, at least 11 000 minks were 

reported to have died from COVID-19 on two farms in 

the USA.  

On several farms where the source of infection has been 

investigated, it has been traced to a member of the 

farm staff. However, recently released research from the 

Danish National Institute of Public Health provided 

evidence that the virus had then spread from minks 

back into the human community. In seven countries so 

far, including South Africa, cases of COVID-19 in humans 

have been typed as variants that have occurred in 

minks, showing not only the potential for strains to be 

transmitted from humans to minks and back again, but 

also the potential for new strains to spread quickly 

around the world. 

The spike protein of SARS-CoV-2 is necessary to 

allow the virus to bind to human cells, and is 

therefore a target for vaccines and other 

therapeutics. Some mutations in the spike protein 

gene have been detected in viruses transmitted 

from minks back to humans. Preliminary evidence 

suggested that this mutation of the virus was more 

resistant to neutralisation by antibodies of people 

who had been infected by a non-mutant variant of 

SARS-CoV-2. There were therefore concerns that 

circulation of the mink variant of SARS-CoV-2 in the 

human population may negatively affect the 

effectivity of vaccines being currently developed. 

The mink variant had apparently last been 

detected in people in Denmark in September.   

Concern regarding the large scale infection of mink is 

not only based on the mutation potential of the virus. 

Large populations of infected mink create a large 

reservoir for SARS-CoV-2, which can spill back into 

people– as has happened on numerous occasions with 

mink farm workers. Additionally, mink frequently escape 

from farms and this poses a risk of introducing SARS-CoV-

2 into wild mink populations in Europe, Asia and North 

America. Other wild animals could also be exposed to 

the virus, allowing potential for further mutations or 

reassortment with other viruses. The establishment of a 

reservoir in wild animal populations presents a serious 

threat to the potential eradication of any disease. 

Of the approximately 1200 mink farms in Denmark, 288 

(24%) have already been confirmed to be infected. In 

light of this, the government of Denmark made the 

decision to order a  mass cull of all 17 million farmed 

mink in the country. The cull is currently underway, but it 

will take time for such a large numbers of animals to be 

humanely killed and disposed of. 

Several other European countries have begun or 

accelerated the process of phasing out fur farming over 

the next few years. The Netherlands originally planned to 

phase out fur farming by 2024, but has moved its 

deadline forward to 2021. France has decided to ban fur 

farming by 2025. 

Although the effect that COVID-19 has had on the 

agricultural sector seems dramatic, this is by no means 

the first time that humans have caused significant 

effects on domestic or wild animals by infecting them 

with their pathogens.  

Wild mink in the northern hemisphere have the potential to 

become a reservoir of SARS-CoV-2 if infected. 

COVID-19 highlights the risk of an anthroponosis   

                       Lesley van Helden 
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Many cases of anthroponotic tuberculosis 

have been recorded in companion 

animals, livestock and wildlife. Humans 

have also caused outbreaks of methicillin-

resistant Staphylococcus aureus in several 

species of domestic animals. In Tanzania, 

outbreaks of human respiratory illness in 

wild chimpanzees caused a mortality rate 

of up to 47%. Chimpanzees have also been 

affected by outbreaks of poliovirus from 

humans, while mountain gorillas in Uganda 

and Rwanda have suffered outbreaks of 

measles, Sarcoptes scabei and Giardia 

duodenalis. Giardia duodenalis of human 

origin has been found in multiple species of 

wild and domestic animals, including  

endangered populations of African wild 

dogs. 

During the pandemic of H1N1 influenza in 2009, 

numerous occurrences of anthroponotic infection of 

pigs were recorded, as well as sporadic infections of 

several other domestic and wild animal species. These 

events can substantially increase the risk of reassortment 

of different influenza viruses to generate viruses that 

could cause further threats to both people and other 

species. Additionally, it is believed that reassortment of 

pig, bird and human strains of influenza resulted in the 

origination and emergence of pandemic H1N1 influenza 

in the first place. 

In order to minimise anthroponotic and zoonotic 

transmission of SARS-CoV-2, the OIE has released 

guidelines on preventing and controlling SARS-CoV-2 

infection in farmed animals. The guidelines summarise 

the risk of infection and amplification in farmed species 

based on currently available evidence. Fur animals, 

including minks, ferrets and raccoon dogs, are 

considered at high risk. The risk of transmission of SARS-

CoV-2 through the transport of these live animals is high. 

In addition, transmission risk from frozen pelts from 

infected animals is considered medium. 

The OIE has also produced guidelines for people working 

with wild mammal populations. Strategies to reduce the 

risk of exposure of wild animals to SARS-CoV-2 are 

necessary. These practices are in line with good 

biosecurity practice when working with wildlife as, in 

addition to the risk of creating a wildlife reservoir of 

disease, human pathogens pose a threat to vulnerable 

populations of wild animals.  
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Three suspect H7 avian influenza (AI) outbreaks were detected in ostriches in September and reported in October. 

Two affected compartments are in the Heidelberg area and one is near Oudtshoorn, all within a few kilometres of 

previously-diagnosed H7 seropositive compartments. Another four compartments were detected with H7 AI 

antibodies in October: one each in the Oudtshoorn, Riversdale, Albertina and Beaufort West areas. There is still no 

associated increase in mortality rates or clinical signs reported from compartments affected by the H7 AI virus. These 

seven compartments are classified based on the presence of antibodies; no AI virus was detected. 

Wild doves in Graafwater were noticed showing signs of diarrhoea, emaciation and death. Laughing doves 

(Spilopelia senegalensis) submitted to the Stellenbosch Provincial Veterinary Laboratory tested positive for pigeon 

paramyxovirus. Owners of domestic pigeons in the area were advised to vaccinate their birds. 

Pigs on a farm near Citrusdal showed signs of fever, inappetence and raised, red areas on the skin. The outbreak 

affected only one pen on the farm, in which three pigs died and the remaining five recovered from the illness. A 

diagnosis of erysipelas of swine was made based on clinical signs and history of the farm. Samples were also taken to 

exclude African swine fever, classical swine fever and porcine reproductive and respiratory syndrome. The farmer 

plans to start a vaccination programme against erysipelas in the future.  

A bat-eared fox near Piketberg was seen behaving abnormally and was shot by the farmer. It subsequently tested 

positive for rabies. Dogs and cats in the surrounding area were vaccinated in response. 

On a farm near Wellington, the farm dogs chased a bat-eared fox and made contact with it before it got away. The 

next morning a bat-eared fox was found dead on the farm and tested positive for rabies. It is not known if it was the 

same fox, but the dogs will be kept under observation. All had been previously vaccinated and were vaccinated 

again after contact with the fox. Approximately 190 other dogs and cats in the surrounding area were also 

vaccinated.  

A sheep farmer near 

Moorreesburg noticed some 

of his older ewes becoming 

thin over the past year. 

Samples taken from one of 

the ewes tested positive for 

Johne’s disease. The farm was 

placed under quarantine. 

Brucella ovis was detected in 

rams near Bitterfontein. 

Colibacillosis was reported in 

Boer goat kids near Beaufort 

West. 

Sand impaction occurred in 

sheep near Vanrhynsdorp. 

Red lice infestation was 

detected in merino sheep 

near Beaufort West. 

Pig mange outbreaks were 

reported near Atlantis in 

Empolweni, Chatsworth and 

Silwerstroom. 
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